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SEQUENCE LISTING 

<110> Tanaka, Akito 

Yamazaki , Aki ra 
Tsutsumi , Takeshi 
Terada, Tomohiro 
Haramura , Masayuki 

<120> NOVEL TARGET PROTEIN OF ANTICANCER AGENT AND NOVEL ANTICANCER 
AGENT (SPNAL) CORRESPONDING THERETO 

<130> P2610US 

<150> JP 2003-401132 
<151> 2003-12-01 

<150> PCT/JP2004/018108 
<151> 2004-11-30 

<160> 3 

<170> Patentin version 3.3 

<210> 1 

<211> 3009 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (94). .(2229) 

<223> 



<400> 1 

tgtggagcga agccttgttc ccgcgttgag ccgccgccgc cgccgccgcc tcctcagctt 6 

cagcctccgc gccaggcccg gccccgccgc gcc atg teg gac tac age aeg gqa 11 

Met Ser Asp Tyr ser Thr Gly 
1 5 

gqa eee eeg eee ggg ccg eeg eeg eee gee gqc gqg gqc gqg gqa gcc 16 
Gly Pro Pro Pro Gly Pro Pro Pro Pro Ala Gly Gly Gly Gly Gly Ala 
10 15 20 



gqa gqc gee gqg gqa gqc cet eeg eeg gqc eeg eea gqc geg gqg gac 
Gly Gly Ala Gly Gly Gly Pro Pro Pro Gly Pro Pro Gly Ala Gly Asp 
25 30 35 

egg gqc gge gge gqt eee tge gqc gqc gqc eeg gqc gqg gqg teg gcc 
Arg Gly Gly Gly Gly Pro Cys Gly Gly Gly Pro Gly Gly Gly Ser Ala 
40 45 50 55 

gqg gge eee tet eag eea eee gge gga gge gge eeg gga ate egc aag 
Gly Gly Pro Ser Gin Pro Pro Gly Gly Gly Gly Pro Gly lie Arg Lys 
60 65 70 
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21 



25 



30 



P2610US_SEQ ST25.txt 

gac get ttc gcc gac gcc gtg cag egg gee ege eag att gea gee aaa 

Asp Ala Phe Ala Asp Ala val Gin Arg Ala Arg Gin lie Ala Ala Lys 
75 80 85 

att gga gqc gat get gcc acg aca gtg aat aac age act ect gat ttt 

lie Gly Gly Asp Ala Ala Thr Thr Val Asn Asn Sen Thr Pro Asp Phe 
90 95 100 

ggt ttt gqg gqc caa aag aga cag ttg gaa gat gga gat caa ccg gag 

Gly Phe Gly Gly Gin Lys Arg Gin Leu Glu Asp Gly Asp Gin Pro Glu 
105 110 115 

age aag aag ctg get tec cag gga gac tea ate agt tct caa ctt gga 

Ser Lys Lys Leu Ala Ser Gin Gly Asp Ser lie Ser Ser Gin Leu Gly 

120 125 130 135 

eec ate eat eet eec eea agg act tea atg aca gaa gag tac agg gtc 

Pro lie His Pro Pro Pro Arg Thr Ser Met Thr Glu Glu Tyr Arg val 

140 145 150 

eea gac gge atg gtg ggc ctg ate att ggc aga gga ggt gaa caa att 

Pro Asp Gly Met val Gly Leu lie lie Gly Arg Gly Gly Glu Gin lie 
155 160 165 

aac aaa ate caa eag gat tea ggc tge aaa gta eag att tct eea gae 

Asn Lys lie Gin Gin Asp Ser Gly Cys Lys val Gin lie ser Pro Asp 
170 175 180 

age ggt gge eta eec gag ege agt gtg tec ttg aca gga gcc eea gaa 

ser Gly Gly Leu Pro Glu Arg ser val ser Leu Thr Gly Ala Pro Glu 
185 190 195 

tct gtc eag aaa gee aag atg atg ctg gat gac att gtg tct egg ggt 

ser val Gin Lys Ala Lys Met Met Leu Asp Asp lie val Ser Arg Gly 

200 205 210 215 

cgt ggg ggc eec cca gga eag ttc cac gac aac gee aac ggg ggc cag 

Arg Gly Gly Pro Pro Gly Gin Phe His Asp Asn Ala Asn Gly Gly Gin 

220 225 230 

aac gge ace gtg cag gag ate atg ate eec geg gge aag gee gge ctg 

Asn Gly Thr val Gin Glu lie Met lie Pro Ala Gly Lys Ala Gly Leu 
235 240 245 

gtc att ggc aag gqc ggg gag aee att aag eag etg eag gaa ege get 

val lie Gly Lys Gly Gly Glu Thr lie Lys Gin Leu Gin Glu Arg Ala 
250 255 260 

gga gtg aag atg ate tta att cag gac gga tct cag aat acg aat gtg 

Gly val Lys Met lie Leu lie Gin Asp Gly Ser Gin Asn Thr Asn Val 
265 270 275 

gac aaa ect etc ege ate att ggg gat ect tac aaa gtg cag caa gee 

Asp Lys Pro Leu Arg lie lie Gly Asp Pro Tyr Lys Val Gin Gin Ala 

280 285 290 295 

tgt gag atg gtg atg gac ate etc egg gaa cgt gae caa ggc ggc ttt 

Cys Glu Met val Met Asp lie Leu Arg Glu Arg Asp Gin Gly Gly Phe 

300 305 310 

ggg gac egg aat gag tac gga tct egg att ggc gga gge ate gat gtg 

Gly Asp Arg Asn Glu Tyr Gly Ser Arg lie Gly Gly Gly lie Asp val 
315 320 325 

eea gtg eec agg cat tet gtt ggc gtg gtc att ggc egg agt gga gag 

Pro val Pro Arg His Ser Val Gly val val lie Gly Arg ser Gly Glu 
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P2610US_SEQ ST25.txt 
330 335 340 

atg ate aag aag ate cag aat gat get gge gtg egg ata eag tte aag 1170 
Met lie Lys Lys lie Gin Asn Asp Ala Gly val Arg lie Gin Phe Lys 
345 350 355 

eaa gat gac gqg aca ggg ccc gag aag att get eat ata atg gqg cec 1218 
Gin Asp Asp Gly Thr Gly Pro Glu Lys lie Ala His lie Met Gly Pro 
360 365 370 375 

eea gae agg tge gag eae gea gee egg ate ate aae gae ete ete cag 1266 
Pro Asp Arg Cys Glu His Ala Ala Arg lie lie Asn Asp Leu Leu Gin 
380 385 390 

age ete agg agt got eee eea gqt eet eea gqg got eea gge atg eec 1314 
Ser Leu Arg ser Gly Pro Pro Gly Pro Pro Gly Gly Pro Gly Met Pro 
395 400 405 

eeg ggg gge ega gge cga gga aga gge eaa gge aat tgg ggt eee eet 1362 
Pro Gly Gly Arg Gly Arg Gly Arg Gly Gin Gly Asn Trp Gly Pro Pro 
410 415 420 

gge ggg gag atg aee tte tee ate eee aet eae aag tgt ggg etg gte 1410 
Gly Gly Glu Met Thr Phe Ser lie Pro Thr His Lys Cys Gly Leu val 
425 430 435 

ate gge ega ggt gge gag aat gtg aaa gee ata aae eag eag aeg gga 1458 
lie Gly Arg Gly Gly Glu Asn val Lys Ala lie Asn Gin Gin Thr Gly 
440 445 450 455 

gee tte gta gag ate tee egg eag etg eea eee aae ggg gae eee aae 1506 
Ala Phe val Glu lie Ser Arg Gin Leu Pro Pro Asn Gly Asp Pro Asn 
460 465 470 

tte aag ttg tte ate ate egg ggt tea eee eag eag att gae eae gee 1554 
Phe Lys Leu Phe lie lie Arg Gly ser Pro Gin Gin lie Asp His Ala 
475 480 485 

aag eag ett ate gag gaa aag ate gag ggt eet etc tge eea gtt gga 1602 
Lys Gin Leu lie Glu Glu Lys lie Glu Gly Pro Leu Cys Pro val Gly 
490 495 500 

eea gge eea ggt gge eea gge eet get gge cca atg ggg cec tte aat 1650 
Pro Gly Pro Gly Gly Pro Gly Pro Ala Gly Pro Met Gly Pro Phe Asn 
505 510 515 

eet ggg eec tte aae eag ggg eea cec ggg get cec cca cat gee ggg 1698 
Pro Gly Pro Phe Asn Gin Gly Pro Pro Gly Ala Pro Pro His Ala Gly 
520 525 530 535 

ggg eee eet eet eae eag tac eea cec cag gge tgg gge aat aee tac 1746 
Gly Pro Pro Pro His Gin Tyr Pro Pro Gin Gly Trp Gly Asn Thr Tyr 
540 545 550 

cec eag tgg eag eeg eet get eet eat gae eea age aaa gea get gea 1794 
Pro Gin Trp Gin Pro Pro Ala Pro His Asp Pro Ser Lys Ala Ala Ala 
555 560 565 

geg gee geg gac eee aae gee geg tgg gee gee tac tac tea eae tac 1842 
Ala Ala Ala Asp Pro Asn Ala Ala Trp Ala Ala Tyr Tyr Ser His Tyr 
570 575 580 

tac cag eag ccc eeg gge ccc gte eee gge cec gea eeg gee eet geg 1890 
Tyr Gin Gin Pro Pro Gly Pro val Pro Gly Pro Ala Pro Ala Pro Ala 
585 590 595 

gee cca eeg get cag ggt gag ccc eet cag eee cca cec ace gge eag 1938 
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P2610US_SEQ ST25.txt 

Ala Pro Pro Ala Gin Gly Glu Pro Pro Gin Pro Pro Pro Thr Gly Gin 

600 605 610 615 

teg gac tac act aag gcc tgg gaa gag tat tac aaa aag ate ggc cag 1986 

Ser Asp Tyr Thr Lys Ala Trp Glu Glu Tyr Tyr Lys Lys lie Gly Gin 
620 625 630 

cag ccc cag cag ccc gqa gcg ccc cca cag cag gac tac acg aag get 2034 

Gin Pro Gin Gin Pro Gly Ala Pro Pro Gin Gin Asp Tyr Thr Lys Ala 
635 640 645 

tgg gag gag tac tac aag aag caa gcg caa gtq gcc acc gqa gqg gqt 2082 

Trp Glu Glu Tyr Tyr Lys Lys Gin Ala Gin vaT Ala Thr Gly Gly Gly 
650 655 660 

cca gqa get ccc cca ggc tec cag cca gac tac agt gee gee tgg gcg 2130 

Pro Gly Ala Pro Pro Gly ser Gin Pro Asp Tyr Ser Ala Ala Trp Ala 
665 670 675 

gaa tat tac aga cag cag gcc get tac tac gqa cag acc cca gqt cct 2178 

Glu Tyr Tyr Arg Gin Gin Ala Ala Tyr Tyr Gly Gin Thr Pro Gly Pro 

680 685 690 695 

ggc ggc ccc cag ccg ceg ccc acg cag cag gga cag cag cag get caa 2226 

Gly Gly Pro Gin Pro Pro Pro Thr Gin Gin Gly Gin Gin Gin Ala Gin 
700 705 710 



tga atcgaatgaa tgtgaacttc ttcatctgtg aaaaatcttt tttttttcca 2279 



ttttgttetg 


tttgggggct 


tetgttttgt 


ttggcgagag 


agcgatggtg 


ccgtggggag 


2339 


tactggggag 


ecctcgegge 


aagcagggtg 


ggggggaett 


gggggcatgc 


egggcectea 


2399 


ctetctegcc 


tgttctgtgt 


eteaeatget 


ttttctttea 


aaattgggat 


cettccatgt 


2459 


tgagceagcc 


agagaagata 


gcgagateta 


aatctctgee 


aaaaaaaaaa 


aaaacttaaa 


2519 


aattaaaaac 


acaaagagea 


aageagaact 


tataaaatta 


tatatatata 


tattaaaaag 


2579 


tetctattet 


teacccccca 


geettectga 


acctgectct 


ctgaggataa 


agcaatteat 


2639 


tttcteccac 


ectcggcect 


cttgttttta 


aaataaaett 


ttaaaaagga 


aaaaaaaaag 


2699 


tcactcttgc 


tatttctttt 


ttttagttag 


aggtggaaca 


ttccttggac 


caggtgttgt 


2759 


attgeaggae 


eccttcccec 


ageagecaag 


ecccctettc 


tctccctccc 


gccctggctc 


2819 


agetcccgeg 


geeeegcccg 


teccccctce 


eaggactggt 


ctgttgtctt 


ttcatetgtt 


2879 


caagaggaga 


ttgaaaetga 


aaacaaaatg 


agaacaacaa 


aaaaaattgt 


atggcagttt 


2939 


ttacttttta 


tcgetegttt 


ttaacttcac 


aaataaatga 


taacaaaaee 


tcaaaaaaaa 


2999 


aaaaaaaaaa 












3009 



<210> 2 

<211> 711 

<212> PRT 

<213> Homo sapiens 



<400> 2 
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P2610US_SEQ ST25.txt 

Met ser Asp Tyr ser Thr Gly Gly Pro Pro Pro Gly Pro Pro Pro Pro 
15 10 15 

Ala Gly Gly Gly Gly Gly Ala Gly Gly Ala Gly Gly Gly Pro Pro Pro 
20 25 30 

Gly Pro Pro Gly Ala Gly Asp Arg Gly Gly Gly Gly Pro Cys Gly Gly 
35 40 45 

Gly Pro Gly Gly Gly Ser Ala Gly Gly Pro Ser Gin Pro Pro Gly Gly 
50 55 60 

Gly Gly Pro Gly lie Arg Lys Asp Ala Phe Ala Asp Ala val Gin Arg 
65 70 75 80 

Ala Arg Gin lie Ala Ala Lys lie Gly Gly Asp Ala Ala Thr Thr val 
85 90 95 

Asn Asn ser Thr Pro Asp Phe Gly Phe Gly Gly Gin Lys Arg Gin Leu 
100 105 110 

Glu Asp Gly Asp Gin Pro Glu Ser Lys Lys Leu Ala Ser Gin Gly Asp 
115 120 125 

Ser lie ser ser Gin Leu Gly Pro lie His Pro Pro Pro Arg Thr ser 
130 135 140 

Met Thr Glu Glu Tyr Arg Val Pro Asp Gly Met Val Gly Leu lie lie 
145 150 155 160 

Gly Arg Gly Gly Glu Gin lie Asn Lys lie Gin Gin Asp Ser Gly cys 
165 170 175 

Lys val Gin lie Ser Pro Asp Ser Gly Gly Leu Pro Glu Arg ser val 
180 185 190 

ser Leu Thr Gly Ala Pro Glu Ser val Gin Lys Ala Lys Met Met Leu 
195 200 205 

Asp Asp lie val ser Arg Gly Arg Gly Gly Pro Pro Gly Gin Phe His 
210 215 220 

Asp Asn Ala Asn Gly Gly Gin Asn Gly Thr val Gin Glu lie Met lie 
225 230 235 240 

Pro Ala Gly Lys Ala Gly Leu val lie Gly Lys Gly Gly Glu Thr lie 
245 250 255 

Lys Gin Leu Gin Glu Arg Ala Gly val Lys Met lie Leu lie Gin Asp 
260 265 270 
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P2610US_SEQ ST25.txt 

Gly Ser Gin Asn Thr Asn Val Asp Lys Pro Leu Arg lie lie Gly Asp 
275 280 285 

Pro Tyr Lys Val Gin Gin Ala Cys Glu Met Val Met Asp lie Leu Arg 
290 295 300 

Glu Arg Asp Gin Gly Gly Phe Gly Asp Arg Asn Glu Tyr Gly Ser Arg 
305 310 315 320 

lie Gly Gly Gly lie Asp val Pro val Pro Arg His Ser val Gly val 
325 330 335 

val lie Gly Arg ser Gly Glu Met lie Lys Lys lie Gin Asn Asp Ala 
340 345 350 

Gly val Arg lie Gin Phe Lys Gin Asp Asp Gly Thr Gly Pro Glu Lys 
355 360 365 

lie Ala His lie Met Gly Pro Pro Asp Arg Cys Glu His Ala Ala Arg 
370 375 380 

lie lie Asn Asp Leu Leu Gin Ser Leu Arg Ser Gly Pro Pro Gly Pro 
385 390 395 400 

Pro Gly Gly Pro Gly Met Pro Pro Gly Gly Arg Gly Arg Gly Arg Gly 
405 410 415 

Gin Gly Asn Trp Gly Pro Pro Gly Gly Glu Met Thr Phe Ser lie Pro 
420 425 430 

Thr His Lys Cys Gly Leu val lie Gly Arg Gly Gly Glu Asn val Lys 
435 440 445 

Ala He Asn Gin Gin Thr Gly Ala Phe val Glu lie Ser Arg Gin Leu 
450 455 460 

Pro Pro Asn Gly Asp Pro Asn Phe Lys Leu Phe lie lie Arg Gly Ser 
465 470 475 480 

Pro Gin Gin lie Asp His Ala Lys Gin Leu lie Glu Glu Lys lie Glu 
485 490 495 

Gly Pro Leu Cys Pro val Gly Pro Gly Pro Gly Gly Pro Gly Pro Ala 
500 505 510 

Gly Pro Met Gly Pro Phe Asn Pro Gly Pro Phe Asn Gin Gly Pro Pro 
515 520 525 

Gly Ala Pro Pro His Ala Gly Gly Pro Pro Pro His Gin Tyr Pro Pro 
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P2610US_SEQ ST25.txt 
530 535 540 

Gin Gly Trp Gly Asn Thr Tyr Pro Gin Trp Gin Pro Pro Ala Pro His 
545 550 555 560 

Asp Pro ser Lys Ala Ala Ala Ala Ala Ala Asp Pro Asn Ala Ala Trp 
565 570 575 

Ala Ala Tyr Tyr Ser His Tyr Tyr Gin Gin Pro Pro Gly Pro Val Pro 
580 585 590 

Gly Pro Ala Pro Ala Pro Ala Ala Pro Pro Ala Gin Gly Glu Pro Pro 
595 600 605 

Gin Pro Pro Pro Thr Gly Gin Ser Asp Tyr Thr Lys Ala Trp Glu Glu 
610 615 620 

Tyr Tyr Lys Lys lie Gly Gin Gin Pro Gin Gin Pro Gly Ala Pro Pro 
625 630 635 640 

Gin Gin Asp Tyr Thr Lys Ala Trp Glu Glu Tyr Tyr Lys Lys Gin Ala 
645 650 655 

Gin val Ala Thr Gly Gly Gly Pro Gly Ala Pro Pro "Gly Ser Gin Pro 
660 665 670 

Asp Tyr Ser Ala Ala Trp Ala Glu Tyr Tyr Arg Gin Gin Ala Ala Tyr 
675 680 685 

Tyr Gly Gin Thr Pro Gly Pro Gly Gly Pro Gin Pro Pro Pro Thr Gin 
690 695 700 

Gin Gly Gin Gin Gin Ala Gin 
705 710 

<210> 3 

<211> 585 

<212> PRT 

<213> Homo sapiens 



<400> 3 

Gly Asp Ser lie Ser Ser Gin Leu Gly Pro lie His Pro Pro Pro Arg 
15 10 15 

Thr Ser Met Thr Glu Glu Tyr Arg val Pro Asp Gly Met val Gly Leu 
20 25 30 
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P2610US_SEQ ST25.txt 
lie lie Gly Arg Gly Gly Glu Gin lie Asn Lys lie Gin Gin Asp Ser 
35 40 45 

Gly Cys Lys val Gin lie Ser Pro Asp Ser Gly Gly Leu Pro Glu Arg 
50 55 60 

Ser val ser Leu Thr Gly Ala Pro Glu Ser val Gin Lys Ala Lys Met 
65 70 75 80 

Met Leu Asp Asp lie val ser Arg Gly Arg Gly Gly Pro Pro Gly Gin 
85 90 95 

Phe His Asp Asn Ala Asn Gly Gly Gin Asn Gly Thr Val Gin Glu lie 
100 105 110 

Met lie Pro Ala Gly Lys Ala Gly Leu val lie Gly Lys Gly Gly Glu 
115 120 125 

Thr lie Lys Gin Leu Gin Glu Arg Ala Gly val Lys Met lie Leu lie 
130 135 140 

Gin Asp Gly ser Gin Asn Thr Asn val Asp Lys Pro Leu Arg lie lie 
145 150 155 160 

Gly Asp Pro Tyr Lys val Gin Gin Ala cys Glu Met Val Met Asp lie 
165 170 175 

Leu Arg Glu Arg Asp Gin Gly Gly Phe Gly Asp Arg Asn Glu Tyr Gly 
180 185 190 

ser Arg lie Gly Gly Gly lie Asp val Pro val Pro Arg His Ser Val 
195 200 205 

Gly val val lie Gly Arg ser Gly Glu Met lie Lys Lys lie Gin Asn 
210 215 220 

Asp Ala Gly Val Arg lie Gin Phe Lys Gin Asp Asp Gly Thr Gly Pro 
225 230 235 240 

Glu Lys lie Ala His lie Met Gly Pro Pro Asp Arg cys Glu His Ala 
245 250 255 

Ala Arg lie lie Asn Asp Leu Leu Gin Ser Leu Arg Ser Gly Pro Pro 
260 265 270 

Gly Pro Pro Gly Gly Pro Gly Met Pro Pro Gly Gly Arg Gly Arg Gly 
275 280 285 

Arg Gly Gin Gly Asn Trp Gly Pro Pro Gly Gly Glu Met Thr Phe Ser 
290 295 300 
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P2610U5_SEQ ST25.txt 

lie Pro Thr His Lys Cys Gly Leu val lie Gly Arg Gly Gly Glu Asn 
305 310 315 320 

val Lys Ala lie Asn Gin Gin Thr Gly Ala Phe val Glu lie Ser Arg 
325 330 335 

Gin Leu Pro Pro Asn Gly Asp Pro Asn Phe Lys Leu Phe lie lie Arg 
340 345 350 

Gly ser Pro Gin Gin lie Asp His Ala Lys Gin Leu lie Glu Glu Lys 
355 360 365 

lie Glu Gly Pro Leu Cys Pro val Gly Pro Gly Pro Gly Gly Pro Gly 
370 375 380 

Pro Ala Gly Pro Met Gly Pro Phe Asn Pro Gly Pro Phe Asn Gin Gly 
385 390 395 400 

Pro Pro Gly Ala Pro Pro His Ala Gly Gly Pro Pro Pro His Gin Tyr 
405 410 415 

Pro Pro Gin Gly Trp Gly Asn Thr Tyr Pro Gin Trp Gin Pro Pro Ala 
420 425 430 

Pro His Asp Pro Ser Lys Ala Ala Ala Ala Ala Ala Asp Pro Asn Ala 
435 440 445 

Ala Trp Ala Ala Tyr Tyr ser His Tyr Tyr Gin Gin Pro Pro Gly Pro 
450 455 460 

Val Pro Gly Pro Ala Pro Ala Pro Ala Ala Pro Pro Ala Gin Gly Glu 
465 470 475 480 

Pro Pro Gin Pro Pro Pro Thr Gly Gin ser Asp Tyr Thr Lys Ala Trp 
485 490 495 

Glu Glu Tyr Tyr Lys Lys He Gly Gin Gin Pro Gin Gin Pro Gly Ala 
500 505 510 

Pro Pro Gin Gin Asp Tyr Thr Lys Ala Trp Glu Glu Tyr Tyr Lys Lys 
515 520 525 

Gin Ala Gin Val Ala Thr Gly Gly Gly Pro Gly Ala Pro Pro Gly Ser 
530 535 540 

Gin Pro Asp Tyr Ser Ala Ala Trp Ala Glu Tyr Tyr Arg Gin Gin Ala 
545 550 555 560 

Ala Tyr Tyr Gly Gin Thr Pro Gly Pro Gly Gly Pro Gin Pro Pro Pro 
565 570 575 
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P2610US_SEQ ST25-txt 



Thr Gin Gin Gly Gin Gin Gin Ala Gin 
580 585 
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